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XP_640708 Dictyostelium discoideum AX4 EAL66723 Dictyostelium discoideum hypothetical protein DDB0205616/hypothetical protein DDB0205616
CAJ03684 Leishmania major hypothetical protein, conserved

XP_537331 Canis familiaris XP_859669 NP_005125 Homo sapiens XP_849764 Canis familiaris Q8TF05 Homo sapiens AAD09818 AAL78298 AAH60829 PREDICTED: similar to Serine/threonine phosphatase 4 regulatory subunit 1 isoform 1 /PREDICTED: similar to Ser
NP_543183 Rattus norvegicus Q8VI02 Q8K2V1 Mus musculus AAL37490 Rattus norvegicus AAH29761 Mus musculus AAH61726 Rattus norvegicus BAE38763 Mus musculus protein phosphatase 4, regulatory subunit 1/PP4R1_RAT Serine/threonine-protein phosphat55

XP_587353 Bos taurus PREDICTED: similar to Serine/threonine phosphatase 4 regulatory subunit 164

NP_001006859 Xenopus tropicalis AAH76964 protein phosphatase 4, regulatory subunit 1/Protein phosphatase 4, regulatory subunit 1
AAH77982 Xenopus laevis Ppp4r1-prov protein87

63

NP_956554 Danio rerio AAH48878 hypothetical protein LOC393230/Hypothetical protein LOC393230
46

CAH89940 Pongo pygmaeus hypothetical protein
80

XP_782078 Strongylocentrotus purpuratus PREDICTED: similar to Serine/threonine phosphatase 4 regulatory subunit 1
42

CAJ03318 Leishmania major protein phosphatase 2A regulatory subunit, putative
XP_806407 Trypanosoma cruzi strain CL Brener EAN84556 Trypanosoma cruzi protein phosphatase 2A regulatory subunit/protein phosphatase 2A regulatory subunit, putative19

CAJ03804 Leishmania major serine/threonine protein phosphatase 2A regulatory subunit, putative
gnl|CMER|CMD050C_protein_phosphatase_2_regulatory_subunit_A

NP_001032554 Bos taurus AAI08104 hypothetical protein LOC535321/Unknown (protein for MGC:128399)
NP_999189 Sus scrofa NP_058587 Mus musculus XP_541451 Canis familiaris XP_850993 NP_476481 Rattus norvegicus NP_055040 Homo sapiens XP_862962 Canis familiaris 1B3U Homo sapiens P30153 P54612 Sus scrofa 1B3U Homo sapiens Q76MZ3 Mus mus

AAH52678 Mus musculus Alpha isoform of regulatory subunit A, protein phosphatase 238
24

CAA56713 Xenopus laevis AAH46723 AAH78080 phosphorylase phosphatase/Ppp2r1a-prov protein /Ppp2r1a-B-prov protein
NP_989405 Xenopus tropicalis AAH64863 CAJ81356 hypothetical protein LOC395042/Hypothetical protein MGC76072 /protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 65), alpha isoform37

20

XP_581196 Bos taurus XP_873880 PREDICTED: similar to alpha isoform of regulatory subunit A, protein phosphatase 2/PREDICTED: similar to alpha isoform of regulatory subunit A, protein phosphatase 2, partial
21

NP_001006775 Xenopus tropicalis AAH43624 Xenopus laevis AAH44120 AAH73612 AAH75576 Xenopus tropicalis CAJ82271 protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 65), alpha isoform/Ppp2r1b-prov protein /LOC398563 protein /LOC398563 pro
CAA56715 Xenopus laevis phosphorylase phosphatase94

XP_536579 Canis familiaris XP_870438 Bos taurus XP_850884 Canis familiaris XP_880700 Bos taurus XP_614658 XP_862528 Canis familiaris XP_862393 XP_880769 Bos taurus XP_880843 P54613 Sus scrofa CAA84403 PREDICTED: similar to protein phospha
NP_001029257 Mus musculus NP_002707 Homo sapiens NP_082890 Mus musculus NP_001020589 Rattus norvegicus NP_859050 Homo sapiens XP_522178 Pan troglodytes Q4QQT4 Rattus norvegicus P30154 Homo sapiens Q7TNP2 Mus musculus AAA59983 Homo sap79

XP_524367 Pan troglodytes PREDICTED: similar to alpha isoform of regulatory subunit A, protein phosphatase 2; Serine/threonine protein phosphatase 2A, 65 KDA regulatory subunit A, alpha isoform; PP2A, subunit A, PR65-alpha isoform; PP2A, subunit A, R
XP_770956 Giardia lamblia ATCC 50803 EAA40784 protein phosphotase regulatory subunit/GLP_29_6587_85849

7

3

NP_001005590 Danio rerio AAH81658 AAH97118 hypothetical protein LOC449548/Zgc:92493 /Hypothetical protein LOC449548

1

6

NP_498162 Caenorhabditis elegans Q09543 AAC46541 Phosphatase 2A regulatory A subunit family member (paa-1)/2AAA_CAEEL Probable serine/threonine-protein phosphatase PP2A regulatory subunit (Protein phosphatase PP2A regulatory subunit A)/Phosphatase 2a
CAE61350 Caenorhabditis briggsae Hypothetical protein CBG0519097

15

NP_001034525 Tribolium castaneum CAI45288 regulatory subunit A of protein phosphatase 2, alpha isoform/phosphatase
NP_001027227 Drosophila melanogaster NP_001027225 NP_001027226 A43767 P36179 AAA28304 AAF52650 AAZ66587 AAZ66588 CG17291-PA, isoform A/CG17291-PC, isoform C /CG17291-PB, isoform B /A43767 phosphoprotein phosphatase (EC 3.1.3.16) 65K regulatory chain27
XP_319856 Anopheles gambiae str. PEST EAA14749 ENSANGP00000016496/ENSANGP0000001649629

16

XP_953138 Theileria annulata strain Ankara CAI76513 Theileria annulata phosphorylase phosphatase/phosphorylase phosphatase, putative
XP_764109 Theileria parva strain Muguga EAN31826 Theileria parva Serine/threonine protein phosphatase /Serine/threonine protein phosphatase, putative99

XP_759107 Ustilago maydis 521 EAK84132 hypothetical protein UM02960.1/hypothetical protein UM02960.1
XP_568282 Cryptococcus neoformans var. neoformans JEC21 EAL17392 Cryptococcus neoformans var. neoformans B-3501A AAW46765 Cryptococcus neoformans var. neoformans JEC21 hypothetical protein CNM02110/hypothetical protein CNBM1970 /hypothetical prot16

BAA93675 Lentinula edodes Ser/Thr protein phosphatase 2A regulatory subunit A
XP_649444 Entamoeba histolytica HM-1:IMSS EAL44059 protein phosphatase/protein phosphatase, putative6

6

NP_594948 Schizosaccharomyces pombe 972h- Q9UT08 Schizosaccharomyces pombe BAA09946 CAB55176 hypothetical protein SPAP8A3.09c/2AAA_SCHPO Protein phosphatase PP2A regulatory subunit A (PR65) (Protein phosphatase 2A 65 kDa regulatory subunit)/protein
1

XP_385606 Gibberella zeae PH-1 EAA75247 conserved hypothetical protein/conserved hypothetical protein
XP_360297 Magnaporthe grisea 70-15 hypothetical protein MG05671.4
XP_956173 Neurospora crassa N150 XP_322574 Neurospora crassa EAA26937 hypothetical protein/hypothetical protein /hypothetical protein37

25

XP_750310 Aspergillus fumigatus Af293 EAL88272 protein phosphotase 2a 65kd regulatory sububit/protein phosphotase 2a 65kd regulatory sububit
XP_661689 Aspergillus nidulans FGSC A4 EAA58973 hypothetical protein AN4085.2/hypothetical protein AN4085.274

30

EAQ91212 Chaetomium globosum CBS 148.51 conserved hypothetical protein
85

XP_504837 Yarrowia lipolytica CLIB122 CAG77639 hypothetical protein/unnamed protein product
9

NP_009386 Saccharomyces cerevisiae AAC04941 Regulatory subunit A of the heterotrimeric protein phosphatase 2A, which also contains regulatory subunit Cdc55p and either catalytic subunit Pph21p or Pph22p; required for cell morphogenesis and for transc
P31383 Saccharomyces cerevisiae AAA35163 2AAA_YEAST Protein phosphatase PP2A regulatory subunit A (PR65)/protein phosphatase regulatory subunit A96

XP_455428 Kluyveromyces lactis NRRL Y-1140 CAG98136 unnamed protein product/unnamed protein product
NP_983681 Eremothecium gossypii AAS51505 Ashbya gossypii ATCC 10895 ACR279Cp/ACR279Cp44

9

XP_719905 Candida albicans SC5314 XP_719788 EAL00917 EAL01042 hypothetical protein CaO19_6810/hypothetical protein CaO19_14102 /hypothetical protein CaO19.14102 /hypothetical protein CaO19.6810
XP_460575 Debaryomyces hansenii CBS767 CAG88899 hypothetical protein DEHA0F05346g/unnamed protein product70

9

XP_446015 Candida glabrata CBS 138 CAG58939 unnamed protein product/unnamed protein product
5

XP_447068 Candida glabrata CBS 138 CAG60001 unnamed protein product/unnamed protein product
32

20

4

AAL56458 Oikopleura dioica similar to protein phosphatase 2
XP_643385 Dictyostelium discoideum AX4 AAO51660 Dictyostelium discoideum EAL69435 hypothetical protein DDB0169544/hypothetical protein /hypothetical protein DDB016954423

2

XP_638954 Dictyostelium discoideum AX4 AAB03670 Dictyostelium discoideum EAL65567 phosphoprotein phosphatase A/phosphoprotein phosphatase A/phosphoprotein phosphatase A
3895_Cre

AAG29594 Medicago sativa subsp. x varia Ser/Thr specific protein phosphatase 2A A regulatory subunit beta isoform
CAA10285 Cicer arietinum protein phosphatase61

AT3G25800 = NP_189208 Q38950 CAA57528 BAA95767 AAO00848 AAP37715 PDF1; protein phosphatase type 2A regulator/2AAB_ARATH Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform (PP2A, subunit A, beta isoform) (AtA beta)/prote
AAG29593 Medicago sativa subsp. x varia Ser/Thr specific protein phosphatase 2A A regulatory subunit alpha isoform

CAA66487 Nicotiana tabacum protein phosphatase 2A
Ppa_RCN1_3_1

Ppa_RCN1_2_1 Ppa_RCN1_4_183
Smo_RCN1_3_1 Smo_RCN1_2_149

11
10
16

XP_450276 Oryza sativa (japonica cultivar-group) CAB51803 Oryza sativa CAB51804 BAD19910 Oryza sativa (japonica cultivar-group) BAD22212 phosphatase 2A regulatory A subunit/phosphatase 2A regulatory A subunit /protein phosphatase 2A A subunit /ph
AT1G13320 = NP_172790 Q38951 CAA57529 AAG09551 AAM20611 AAO00961 PDF2; protein phosphatase type 2A regulator/2AAG_ARATH Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A gamma isoform (PP2A, subunit A, gamma isoform) (AtA gamma)/pr

Smo_RCN1_4_220
AT1G25490 = NP_173920 Q38845 CAA57527 AAB60713 AAC49255 AAG50801 AAM53315 AAN15427 BAD94039 BAD94840 RCN1 (ROOTS CURL IN NPA); protein phosphatase type 2A regulator/2AAA_ARATH Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha21
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