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ZP_00671606 Trichodesmium erythraeum IMS101 EAO29768 G-protein beta WD-40 repeat/G-protein beta WD-40 repeat

|_|:ZP700673816 Trichodesmium erythraeum IMS101 EAO27601 G-protein beta WD-40 repeat/G-protein beta WD-40 repeat
I—ZP_00672792 Trichodesmium erythraeum IMS101 EAO28686 G-protein beta WD-40 repeat/G-protein beta WD-40 repeat
ZP_00106428 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
ZP_00671555 Trichodesmium erythraeum IMS101 EAO29717 TPR repeat:G-protein beta WD-40 repeat:YD repeat/TPR repeat:G-protein beta WD-40 repeat:YD repeat
r —NP_486164 Nostoc sp. PCC 7120 Q8YV57 BAB73823 WD-40 repeat protein/Y2124_ANASP Hypothetical WD-repeat protein all2124 /WD-40 repeat protein
L—YP_320560 Anabaena variabilis ATCC 29413 ABA19665 Peptidase C14, caspase catalytic subunit p20/Peptidase C14, caspase catalytic subunit p20
{NP_484482 Nostoc sp. PCC 7120 BAB72396 serine/threonine kinase with WD-40 repeat /serine/threonine kinase with WD-40 repeat
LYP_323359 Anabaena variabilis ATCC 29413 ABA22464 Serine/Threonine protein kinase with WD40 repeats /Serine/Threonine protein kinase with WD40 repeats
ZP_00112115 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
—|—YP7325347 Anabaena variabilis ATCC 29413 ABA24452 Serine/Threonine protein kinase with WD40 repeats /Serine/Threonine protein kinase with WD40 repeats
- ZP_00110163 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
—|—YP_322074 Anabaena variabilis ATCC 29413 ABA21179 WD-40 repeat/WD-40 repeat
ZP_00110817 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat

ZP_00111951 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
EAQ93608 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_01843

XP_748801 Aspergillus fumigatus Af293 EAL86763 hypothetical protein Afu7g07100/NACHT domain protein, putative
—| I:E

AQ92765 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_01000
EAQ86947 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_08200
XP_681737 Aspergillus nidulans FGSC A4 EAA67090 hypothetical protein AN8468.2/hypothetical protein AN8468.2
XP_748786 Aspergillus fumigatus Af293 XP_748808 EAL86748 EAL86770 hypothetical protein Afu7g08290/hypothetical protein Afu7g07030 /WD repeat protein /WD repeat protein
EAQ92514 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_00749
AAL37301 Podospora anserina beta transducin-like protein HET-D2Y
Q00808 Podospora anserina AAA85775 HETE1_PODAN Vegetatible incompatibility protein HET-E-1/beta transducin-like protein
AAL37299 Podospora anserina beta transducin-like protein HET-E2C*4
AAL37298 Podospora anserina AAL37300 beta transducin-like protein HET-E2C/beta transducin-like protein HET-E2C*40
YP_288117 Thermobifida fusca YX P49695 Thermomonospora curvata AAB05822 AAZ54094 Thermobifida fusca YX Tyrosine protein kinase:WD-40 repeat:Serine/threonine protein kinase /PKWA_THECU Probable serine/threonine-protein kinase pkwA /PkwA /Tyrosine
YP_323778 Anabaena variabilis ATCC 29413 ABA22883 Pentapeptide repeat/Pentapeptide repeat
— NP_487506 Nostoc sp. PCC 7120 Q8YRI1 BAB75165 WD-40 repeat protein/YY46_ANASP Hypothetical WD-repeat protein alr3466/WD-40 repeat protein
NP_486840 Nostoc sp. PCC 7120 Q8YTC2 BAB74499 WD-repeat protein/Y2800_ANASP Hypothetical WD-repeat protein alr2800 /WD-repeat protein
NP_925834 Gloeobacter violaceus PCC 7421 BAC90829 WD-repeat protein/WD-repeat protein
NP_927297 Gloeobacter violaceus PCC 7421 BAC92292 WD-repeat protein/WD-repeat protein
NP_927302 Gloeobacter violaceus PCC 7421 BAC92297 WD-repeat protein/WD-repeat protein
ZP_00108001 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
—YP_323138 Anabaena variabilis ATCC 29413 ABA22243 Possible Transcriptional Regulator, Fis family/Possible Transcriptional Regulator, Fis family
INP_484073 Nostoc sp. PCC 7120 BAB77553 WD-40 repeat protein/WD-40 repeat protein

|
1
! ZP_00111547 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat

ZP_00106776 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
ZP_00110089 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
NP_925767 Gloeobacter violaceus PCC 7421 BAC90762 WD-repeat protein/WD-repeat protein
_|—ZP7001 12371 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
YP_323325 Anabaena variabilis ATCC 29413 ABA22430 WD-40 repeat/WD-40 repeat
I NP_924121 Gloeobacter violaceus PCC 7421 BAC89116 WD-repeat protein/WD-repeat protein
L NP_924911 Gloeobacter violaceus PCC 7421 BAC89906 WD-repeat protein/WD-repeat protein
NP_923852 Gloeobacter violaceus PCC 7421 BAC88847 WD-repeat protein/WD-repeat protein
{ YP_322698 Anabaena variabilis ATCC 29413 ABA21803 Peptidase C14, caspase catalytic subunit p20/Peptidase C14, caspase catalytic subunit p20
ZP_00572087 Frankia sp. EAN1pec EAN13656 G-protein beta WD-40 repeat/G-protein beta WD-40 repeat
1Q26544 Schistosoma mansoni AAC46896 WS17_SCHMA WD-repeat protein SL1-17/G protein beta subunit-like; Method: conceptual translation supplied by author
| LAAP06266 Schistosoma japonicum similar to GenBank Accession Number U30261 G protein beta subunit-like
ABD36178 Bombyx mori WD repeat domain 61
_|—_NFLG49969 Drosophila melanogaster AAD34762 AAF54480 CG3909-PA/unknown /CG3909-PA
EAL27130 Drosophila pseudoobscura GA17766-PA
XP_564611 Anopheles gambiae str. PEST EAL41742 ENSANGP00000025955/ENSANGP00000025955
_|——AAK14330 Aedes aegypti AAK14331 AAL85577 AAL85578 unknown protein i8/unknown protein i8 /unknown protein /unknown protein
AAH74136 Xenopus laevis MGC81859 protein
NP_988871 Xenopus tropicalis AAH59759 WD repeat domain 61/WD repeat domain 61
XP_413745 Gallus gallus CAG32118 PREDICTED: similar to recombination protein REC14/hypothetical protein
BAE32218 Mus musculus unnamed protein product
BAB28173 Mus musculus unnamed protein product
NP_001020546 Mus musculus NP_075680 NP_001020914 Rattus norvegicus AAG31640 Mus musculus BAB28657 AAH23026 AAH98059 Rattus norvegicus BAE39750 Mus musculus BAE25087 WD repeat domain 61 isoform a/WD repeat domain 61 isoform a /hypothetical pro
XP_536215 Canis familiaris PREDICTED: similar to WD repeat domain 61 isoform 1
AAP97249 Homo sapiens G protein beta subunit-like protein
BAE91743 Macaca fascicularis unnamed protein product
CAG33614 Homo sapiens REC14
| NP_079510 Homo sapiens NP_001033186 Bos taurus BAB14986 Homo sapiens AAG31639 AAH10080 AAP97225 AAI09496 Bos taurus WD repeat domain 61/hypothetical protein LOC513208 /unnamed protein product /meiotic recombination protein REC14 /WD repeat doma
XP_796426 Strongylocentrotus purpuratus XP_791722 PREDICTED: similar to WD repeat domain 61 isoform a/PREDICTED: similar to WD repeat domain 61 isoform a
L——NP_957147 Danio rerio AAH62834 hypothetical protein LOC393827/Hypothetical protein MGC77675
XP_623624 Apis mellifera PREDICTED: similar to ENSANGP00000025955

3937_Cre

XP_640180 Dictyostelium discoideum AX4 EAL66256 Dictyostelium discoideum hypothetical protein DDB0218397/hypothetical protein DDB0218397
| —Smo_VIP3_1_1 Smo_VIP3_2_2 Smo_VIP3_64_1

I—Ppa_VI P3_1_1
Ppa_VIP3_2_1

ABA95198 Oryza sativa (japonica cultivar-group) expressed protein
_?ABCMBQS Solanum tuberosum vernalization independence 3-like protein
AT4G29830 = NP_194712 CAB43658 CAB79741 AAP37692 VIP3 (VERNALIZATION INDEPENDENCE 3); nucleotide binding/putative protein /putative protein /At49g29830

10.000



