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AT2G18870 = NP_179477 AAC09023 unknown protein/unknown protein

AT4G30200 = NP_974639 NP_849471 NP_194749 CAB52464 CAB81013 BAB17836 AAO00859 AAP37787 AAZ30055 unknown protein/unknown protein /unknown protein /putative protein /putative protein /nuclear coiled-coil protein AT4g30200 /putative protein /At4g30200
8 L————BAD38597 Oryza sativa (japonica cultivar-group) BAD38062 putative coiled-coil protein/putative coiled-coil protein

— 14 Smo_VIN3AT5G57380_3_2

33 % 89 I-Smo_VIN3AT5G5738091 4747365_1
Smo_VIN3AT5G57380_4_1
13 L AAT94000 Oryza sativa (japonica cultivar-group) unknow protein
AT3G24440 = NP_189087 BAB01947 unknown protein/unnamed protein product
29 I XP_958787 Neurospora crassa N150 XP_325798 Neurospora crassa EAA29551 hypothetical protein/hypothetical protein /hypothetical protein
4 L_23 | NP_476769 Drosophila melanogaster NP_599109 NP_001014621 NP_476770 NP_599108 P20659 AAA29025 CAA83516 CAA83515 CAA90513 CAA90514 AAB35873 Drosophila sp. AAF55041 Drosophila melanogaster AAN13599 AAN13600 AAN13601 AAX52951 trithorax CG8651-PD, iso
XP_395773 Apis mellifera PREDICTED: similar to CG1084-PA, partial

NP_037414 Homo sapiens Q96T88 AAF28469 AAK55744 AAV40831 AAI13876 ubiquitin-like, containing PHD and RING finger domains, 1/UHRF1_HUMAN Ubiquitin-like PHD and RING finger domain-containing protein 1 (Ubiquitin-like-containing PHD and RING finger doma
XP_418269 Gallus gallus PREDICTED: similar to ubiquitin-like, containing PHD and RING finger domains, 1; transcription factor ICBP90
P_868462 Canis familiaris XP_854422 PREDICTED: similar to ubiquitin-like, containing PHD and RING finger domains, 1 isoform 4/PREDICTED: similar to ubiquitin-like, containing PHD and RING finger domains, 1 isoform 1

EI-EATSGW%O = NP_200548 Q9FIE3 BAB08475 AAR91717 VIN3 (VERNALIZATION INSENSITIVE 3); protein binding/zinc ion binding /VIN3_ARATH VERNALIZATION-INSENSITIVE protein 3/unnamed protein product /vernalization insensitive 3

67 I

11 XP_868453 Canis familiaris XP_868458 XP_868468 PREDICTED: similar to ubiquitin-like, containing PHD and RING finger domains, 1 isoform 2/PREDICTED: similar to ubiquitin-like, containing PHD and RING finger domains, 1 isoform 3 /PREDICTED: similar to
91 (NP_659122 Mus musculus Q7TMI3 AAM33798 BAC81739 AAH60241 Np95-like ring finger protein/UHRF2_MOUSE Ubiquitin-like PHD and RING finger domain-containing protein 2 (Ubiquitin-like-containing PHD and RING finger domains protein 2) (Np95-like ring finger
XP_219801 Rattus norvegicus PREDICTED: similar to Np95-like ring finger protein
CAF99207 Tetraodon nigroviridis unnamed protein product
25 72 XP_666342 Cryptosporidium hominis TU502 EAL36112 Cryptosporidium hominis SNF2 family N-terminal domain/SNF2 family N-terminal domain
13 LXP_627347 Cryptosporidium parvum lowa Il EAK89597 Cryptosporidium parvum ISWI related chromatinic protein/ISWI related chromatinic protein with an apicomplexan specific domain architecture composed of 3x PHD+SNF2 ATpase+2xPHD
93 rXP_547004 Canis familiaris PREDICTED: similar to sidekick homolog 1

L_XP_876128 Bos taurus PREDICTED: similar to sidekick homolog 1

Smed VIN3AT5G57380_6_1

AT3G05670 = NP_187218 AAF26130 AAM53309 AA000928 DNA binding/protein binding /ubiquitin-protein ligase/zinc ion binding /unknown protein /Junknown protein /Junknown protein
CAG12276 Tetraodon nigroviridis unnamed protein product
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