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NP_705471 Plasmodium falciparum 3D7 CAD52708 RNA binding protein, putative/RNA binding protein, putative
XP_724838 Plasmodium yoelii yoelii str. 17XNL XP_730836 EAA16403 Plasmodium yoelii yoelii EAA22401 hypothetical protein PY04528/ribonucleoprotein /FCA gamma-related /ribonucleoprotein homolog F21B7.26 - Arabidopsis thaliana, putative

AT4G16280 = NP_849543 NP_193363 O04425 CAB05388 CAB05389 CAB05391 CAB05392 CAB10407 CAB46035 CAB78670 CAB78671 AAW38964 FCA (FCA); RNA binding/FCA (FCA); RNA binding /FCA_ARATH Flowering time control protein FCA/FCA gamma /FCA delta /FCA gamma /FCA
CAB41488 Brassica napus AAL61622 putative FCA orthologue/FCA gamma97

AAP84420 Triticum aestivum FCA-D1
AAP84390 Triticum aestivum FCA protein42

AAP84374 Triticum aestivum AAP84375 AAP84381 FCA-A1/mutant FCA-D1 /FCA protein70

AAT72460 Lolium perenne FCA gamma protein
86

XP_450108 Oryza sativa (japonica cultivar-group) AAQ17123 Oryza sativa (indica cultivar-group) AAQ74971 AAQ74972 AAQ74973 BAD20100 Oryza sativa (japonica cultivar-group) AAT72462 AAW62371 flowering time control protein isoform rFCA-1/flowering ti
89

AT2G47310 = NP_850472 AAB63831 AAT85728 AAU93571 RNA binding/nucleic acid binding /putative FCA-related protein /At2g47310 /At2g47310
48

AAX20016 Pisum sativum FCA gamma
25

65

Ppa_FCA_32_1

73

Smo_FCA_57_1 Smo_FCA_2_1

77

NP_493673 Caenorhabditis elegans AAA98566 AAB37881 ELAV-Type RNA binding protein family member (etr-1)/elav-type ribonucleoprotein /Elav-type rna binding protein family protein 1, isoform a
NP_788039 Drosophila melanogaster NP_723742 NP_609559 AAL39609 AAF53181 AAF53180 AAO41184 bruno-2 CG31761-PD, isoform D/bruno-2 CG31761-PC, isoform C /bruno-2 CG31761-PA, isoform A /LD19052p /CG31761-PA, isoform A /CG31761-PC, isoform C /CG31761-PD,100

Ppa_FCA_46_1
Smo_FCA_15_150

AT1G03457 = NP_171845 NP_973752 AAF86538 BAC41921 AAO63422 RNA binding/nucleic acid binding /RNA binding /nucleic acid binding /F21B7.8 /putative ribonucleoprotein /At1g03457
AT4G03110 = NP_567249 NP_849294 AAC79095 AAD14439 CAB77796 AAL38737 AAM61231 RNA binding/nucleic acid binding /RNA binding /nucleic acid binding /putative ribonucleoprotein /putative ribonucleoprotein /putative ribonucleoprotein /putative ribonucleo

NP_914971 Oryza sativa (japonica cultivar-group) BAB89718 BAB90241 putative ribonucleoprotein/putative ribonucleoprotein /putative ribonucleoprotein57
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