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XP_626217 Cryptosporidium parvum lowa Il EAK88003 Cryptosporidium parvum ULP1 like chllamydin domain containing protease

43 7
XP_671926 Plasmodium berghei strain ANKA CAH99640 Plasmodium berghei hypothetical protein/conserved hypothetical protein

XP_763808 Theileria parva strain Muguga EAN31525 Theileria parva hypothetical protein TP04_0173/hypothetical protein TPO

87 XP_698861 Danio rerio PREDICTED: similar to SUMO/sentrin specific protease 5
100 |—|:XFL221369 Rattus norvegicus Q8WP32 Macaca fascicularis AAK69630 Homo sapiens BAB72076 Macaca fascicularis PREDICTED:
L CAF97535 Tetraodon nigroviridis unnamed protein product
1 gnl|CMER|CML324C_similar_to_SUMO-1-specific_protease
NP_729837 Drosophila melanogaster AAN11861 AAS93776 CG32110-PA/CG32110-PA /AT21482p
15 72 NP_573362 Drosophila melanogaster AAD38583 AAF48933 Ulp1 CG12359-PA/BcDNA.GH02751 /CG12359-PA
NP_787955 Drosophila melanogaster AAO41164 CAD92822 CG11023-PA/CG11023-PA /CG11023 protein
NP_595975 Schizosaccharomyces pombe 972h- T39840 Schizosaccharomyces pombe 042957 CAA17063 hypothetical protein SPBC19G7

38 78 CAGO07397 Tetraodon nigroviridis unnamed protein product
‘@91 Danio rerio XP_692189 PREDICTED: similar to SUMO1/sentrin specific protease 1 /PREDICTED: similar to SUMO1/sentr
74 XP_217046 Rattus norvegicus XP_534823 Canis familiaris NP_659100 Mus musculus XP_618285 Bos taurus P59110 Mus muscul
2 L————AAO33759 Xenopus laevis SUMO-specific protease U1p1

CAG10351 Tetraodon nigroviridis unnamed protein product
——— X P_422676 Gallus gallus PREDICTED: similar to SUMO/sentrin specific protease 2; SUMO-1/Smt3-specific isopeptidase 2
19 35 31 5@¢-NP_067640 Homo sapiens 1TTHO 1THO Q9HC62 1TGZ AAG 15309 BAB55222 BAA92569 CAD39043 AAH40609 SUMO1/sentrin/SMT3 specific prot
92 [f

XP_535831 Canis familiaris NP_083733 Mus musculus NP_076479 Rattus norvegicus Q91ZX6 Mus musculus Q9EQE1 Rattus norv
XP_588508 Bos taurus PREDICTED: similar to Sentrin-specific protease 2 (Sentrin/SUMO-specific protease SENP2) (SMT3-specif
100 XP_235207 Rattus norvegicus XP_235208 PREDICTED: similar to sentrin 15/PREDICTED: similar to sentrin 15
ldP_ZSSZOQ Rattus norvegicus PREDICTED: similar to sentrin 15
XP_137324 Mus musculus XP_910661 PREDICTED: similar to sentrin 18/PREDICTED: similar to sentrin 18
88)NP_001002834 Rattus norvegicus CAE51897 sentrin 18/TPA: sentrin 18
NP_001002833 Rattus norvegicus CAE51896 Sumo1/sentrin/Smt3 specific protease 17 /TPA: sentrin 17
XP_898645 Mus musculus PREDICTED: similar to cDNA sequence AF366264
XP_898677 Mus musculus XP_921256 PREDICTED: similar to cDNA sequence AF366264/PREDICTED: similar to cDNA sequence AF366264
63—XP_913437 Mus musculus CAE51916 PREDICTED: similar to cDNA sequence AF366264/TPA: sentrin 15
P_913429 Mus musculus XP_893027 CAE51915 PREDICTED: similar to cDNA sequence AF366264/PREDICTED: sentrin 14 /TPA: sentrin
NP_694733 Mus musculus AAM00367 cDNA sequence AF366264/SUMO-1-specific protease
XP_139937 Mus musculus XP_290014 XP_913243 CAD92817 PREDICTED: similar to sentrin 18/PREDICTED: similar to sentrin 18 /PRE
P_125511 Mus musculus XP_921663 XP_899487 PREDICTED: hypothetical protein LOC114671/PREDICTED: similar to cDNA sequence A
XP_898773 Mus musculus XP_921331 PREDICTED: similar to cDNA sequence AF366264/PREDICTED: similar to cDNA sequence AF366264
XP_139402 Mus musculus XP_912137 PREDICTED: similar to cDNA sequence AF366264/PREDICTED: similar to cDNA sequence AF366264
XP_285504 Mus musculus XP_911777 PREDICTED: similar to sentrin 18/PREDICTED: similar to sentrin 18
XP_797423 Strongylocentrotus purpuratus PREDICTED: similar to SUMO1/sentrin specific protease 1
! XP_629677 Dictyostelium discoideum AX4 EAL61269 Dictyostelium discoideum hypothetical protein DDB0184304/hypothetical pr
38 Ppa_ESD4_2_1
85 Ppa_ESD4_3_1
;L Smo_ESD4_1_2 Smo_ESD4_8_2
4 NP_918865 Oryza sativa (japonica cultivar-group) BAB19414 BAB64088 P0458A05.23/putative SUMO protease /putative SUMO prote
XP_468626 Oryza sativa (japonica cultivar-group) AAR06297 putative sentrin-specific protease/putative sentrin-specific pro
AT3G06910 = NP_187347 AAF26995 BAC42191 cysteine-type peptidase/hypothetical protein /Junknown protein
AT4G00690 = NP_191978 AAC13629 CAB80878 cysteine-type peptidase/F6N23.7 gene product /hypothetical protein
AT4G15880 = NP_567478 AAK62379 AAM10110 AAM62969 CAE46910 ESD4 (EARLY IN SHORT DAYS 4); cysteine-type peptidase/Unknown p
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