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BAD27992 Oryza sativa (japonica cultivar-group) CONSTANS-like protein (pt2) —_|

AT5G15840 = NP_197088Q39057 CAA64407 CAC01783 AAM63636 AAN71925 CO (CONSTANS); transcription factor/zinc ion binding /CONS_ARATH Zinc finger protein CONSTANS/CONSTANS protein /CONSTANS /CONSTANS /putative CONSTANS protein

78 AC27694 Brassica napus AAC27696 constans/CONSTANS homolog

A
9 |
25 AAG27546 Brassica nigra constans-like protein
AAC27695 Brassica napus CONSTANS homolog
AT5G15850 = NP_197089 050055 CAA71587 CAA71588 CAC01784 AAL67065 AAN86196 COL1 (CONSTANS-LIKE 1); transcription factor/zinc ion binding /COL1_ARATH Zinc finger protein CONSTANS-LIKE 1/CONSTANS /constans-like protein 1 /CONSTANS-like 1 /putative CONS

AAP42647 Brassica napus constans-like protein
AT3G02380 = NP_186887 Q96502 AAB67879 AAB67880 AAF32446 AAG12597 AAK43964 AAL15198 AAM67092 COL2 (CONSTANS-LIKE 2); transcription factor/zinc ion binding /COL2_ARATH Zinc finger protein CONSTANS-LIKE 2 /COL2 /COL2 /COL2 /putative flowering-time gene

AAS00054 Populus deltoides CONSTANS-like protein CO1

52 ~rAAS67376 Lycopersicon esculentum AAS67377 CONSTANS 1/CONSTANS 1
AAS67379 Lycopersicon esculentum CONSTANS 3

AAX47172 Pisum sativum CONSTANS-LIKE a

AAS00055 Populus deltoides CONSTANS-like protein CO2

AAG24863 Ipomoea nil CONSTANS-like protein
AAT42130 Lolium perenne CAH55693 Festuca pratensis CAH55695 Lolium perenne CONSTANS-like protein/putative Hd1-like protein /putative Hd1-like protein

88
96 AAM74062 Hordeum vulgare subsp. vulgare AAM74063 CONSTANS-like protein/CONSTANS-like protein
NP_910686 Oryza sativa (japonica cultivar-group) BAB17627 BAB17628 BAB17630 BAB17632 Oryza sativa BAB19341 Oryza sativa (japonica cultivar-group) BAC20631 ABB17664 Oryza sativa (indica cultivar-group) ABB17665 Hd1/Hd1 /Hd1 /allele:Hd1 /allele:H

13 &= BAC92734 Triticum aestivum BAC92736 Hd1-like protein/Hd1-like protein

| S92
ﬁl_rAAM74064 Hordeum vulgare subsp. vulgare AAM74065 CONSTANS-like protein/CONSTANS-like protein
BAC92732 Triticum aestivum BAC92733 BAC92735 Hd1-like protein/Hd1-like protein /Hd1-like protein

68

Smo_CO_3 2Smo_CO_8_2

ZOI—
4 AAD22518 Pinus radiata zinc finger protein
I 82 AAL99264 Hordeum vulgare subsp. vulgare CONSTANS-like protein CO5
87 _|:XP_506861 Oryza sativa (japonica cultivar-group) XP_466669 BAD19225 PREDICTED OJ1476_F05.18 gene product/putative COL1 protein /putative COL1 protein
23 98 XP_473042 Oryza sativa (japonica cultivar-group) CAE03116 OSJNBa0067K08.19/0SJNBa0067K08.19
I_—AAM74069 Hordeum vulgare subsp. vulgare AAM74070 CONSTANS-like protein/fCONSTANS-like protein

AT5G24930 = NP_197875 Q940T9 transcription factor/zinc ion binding /COL4_ARATH Zinc finger protein CONSTANS-LIKE 4
AAX20015 Pisum sativum AAX47173 CONSTANS-like b/CONSTANS-LIKE b

AAC99309 Malus x domestica CONSTANS-like protein 1
AAMG62947 Arabidopsis thaliana zinc finger protein constans-like 8
NP_18p052 Q9SK53 AAD23033 AAL25546 AAM15476 AAM98244 AAN72118 transcription factor/zinc ion binding /COL3_ARATH Zinc finger protein CONSTANS-LIKE 3/CONSTANS-like B-box zinc finger protein /At2g24790/F27A10.10 /CONSTANS-like B-box zinc fi

,LAAL99267 Hordeum vulgare subsp. vulgare AAL99268 CONSTANS-like protein CO6/CONSTANS-like protein CO6

p
4

BAA33205 Oryza sativa (japonica cultivar-group) BAD36814 (pt2) \E 100
21 | L———BAD37550 Oryza sativa (japonica cultivar-group) putative constans
AT5G57660 = NP_568863 Q9FHH8 BAB09583 AAL15263 AAL85993 AAM45054 AAM65968 transcription factor/zinc ion binding /COL5_ARATH Zinc finger protein CONSTANS-LIKE 5/CONSTANS-like B-box zinc finger protein-like /AT5g57660/MRI1_1 /putative CONSTANS B-box z

NP_922720 Oryza sativa (japonica cultivar-group) (pt2)

25|

CAI64585 Physcomitrella patens CONSTANS-like 3

99
11 93 I J-F-’pa_CO_3_1
vV 96 pa_CO_2_1 CAI64584 Physcomitrella patens CONSTANS-like 2

NP_911841 Oryza sativa (japonica cultivar-group) (pt2)

66

6152_Cre (pt2) —— —1 |

Ppa_CO_18_1 BAD89084 Physcomitrella patens CA164583 PpCOL1/CONSTANS-like 1
Smo_CO_1_1Smo_CO_9 1

13675_Cre (pt2) 50

———3 7693_Cre
AT1G49130 = NP_001031160 NP_175339 Q9M9B3 AAF69700 zinc ion binding/transcription factor/zinc ion binding /COL8_ARATH Putative zinc finger protein CONSTANS-LIKE 8/F27J15.10

Ppa_CO_4 1
Smo_CO0_10_1 (pt1) —}— | | 97 T F
_CO_10_1 (pt1) ————9—— 4'6_6_|_7Ppa76076733
Ppa_CO_31_1

72

XP_469510 Oryza sativa (japonica cultivar-group) AAX95654 putative zinc finger protein/CCT motif, putative
AT1G68520 = NP_564932 Q8LG76 AAG52391 AAK96816 AAM10103 transcription factor/zinc ion binding /COL6_ARATH Zinc finger protein CONSTANS-LIKE 6/putative B-box zinc finger protein; 52092-50677 /putative B-box zinc finger protein /putative B-box zinc fi

93 3
J%BADMSGS Oryza sativa (japonica cultivar-group) zinc finger protein-like
T1G25440 = NP_173915 Q8RWDO0 AAG50803 AAM13173 AAU90068 transcription factor/zinc ion binding /COL16_ARATH Zinc finger protein CONSTANS-LIKE 16/zinc finger protein, putative /unknown protein /At1925440

48 76
gnI|CMER|CMS1GSC_zmc-flnggr_proteln. (pt2) :)) L XP_467625 Oryza sativa (japonica cultivar-group) BAD15937 BAD16130 zinc finger protein-like/zinc finger protein-like /zinc finger protein-like
gnl|CMER|CMEQ43C_hypothetical_protein, conserved (pt2) AT1G73870 = NP_177528 Q9COA9 AAG52532 AAU8A677 AAV43785 transcription factor/zinc ion binding /COL7_ARATH Putative zinc finger protein CONSTANS-LIKE 7/hypothetical protein; 93964-92656 /At1g73870 /At1g73870
AAU14282 Ostreococcus tauri CONSTANS-like protein
100 ——NP_910981 Oryza sativa (japonica cultivar-group) BAC20080 putative zinc-finger protein/putative zinc-finger protein
L BAA33200 Oryza sativa (japonica cultivar-group) zinc finger protein

89

AT1G05290 = NP_172021 AAB71449 transcription factor/YUP8H12.10 (pt2)
L

XP_483536 Oryza sativa (japonica cultivar-group) BAD01231 BAD13116 zinc-finger protein C60910-like/zinc-finger protein C60910-like /zinc-finger protein C60910-like
——AT1G28050 = NP_174126 Q9C7E8 AAG51489 AAK59791 AAO11597 transcription factor/zinc ion binding /COL15_ARATH Zinc finger protein CONSTANS-LIKE 15/CONSTANS family zinc finger protein, putative /At1928050/F13K9_15 /At1928050/F13K9_15

78
| 100
L—AT2G33500 = NP_850211 NP_973589 022800 AAN72078 transcription factor/zinc ion binding /zinc ion binding /COL14_ARATH Zinc finger protein CONSTANS-LIKE 14/putative CONSTANS-like B-box zinc finger protein
AT2G47890 = NP_182310 082256 AAC63643 AAM15120 AAY56404 transcription factor/zinc ion binding /COL13_ARATH Zinc finger protein CONSTANS-LIKE 13/putative zinc-finger protein (B-box zinc finger domain) /putative zinc-finger protein (B-box zinc finger

38

XP_467550 Oryza sativa (japonica cultivar-group) BAA33206 BAD13036 zinc-finger protein/zinc finger protein /zinc-finger protein
AT5G48250 = NP_199636 Q9LUA9 BAA97005 AAK64061 AAN13176 transcription factor/zinc ion binding /COL10_ARATH Zinc finger protein CONSTANS-LIKE 10/unnamed protein product /Junknown protein /unknown protein

37 2

100
33 AT3G07650 = NP_974250 NP_187422 NP_001030659 Q9SSE5 AAF13083 zinc ion binding/transcription factor/zinc ion binding /zinc ion binding /COL9_ARATH Zinc finger protein CONSTANS-LIKE 9/unknown protein
100 I AT4G15250 = NP_193260 023379 transcription factor/zinc ion binding /COL11_ARATH Putative zinc finger protein CONSTANS-LIKE 11
AT3G21880 = NP_188826 Q9LJ44 BAB02188 transcription factor/zinc ion binding /COL12_ARATH Putative zinc finger protein CONSTANS-LIKE 12/CONSTANS zinc finger protein-like
93 I BAD67950 Oryza sativa (japonica cultivar-group) hypothetical protein
XP_463820 Oryza sativa (japonica cultivar-group) BAD07833 putative zinc-finger protein/putative zinc-finger protein
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