
Q95ZG3 Dictyostelium discoideum CAC47949 SPC97_DICDI Spindle pole body component 97 (Spc97) (DdSpc97)/Spc97 protein
XP_637962 Dictyostelium discoideum AX4 EAL64459 Dictyostelium discoideum spindle pole body component 97/spindle pole body component 97

XP_315581 Anopheles gambiae str. PEST EAA11766 ENSANGP00000007228/ENSANGP00000007228
NP_523409 Drosophila melanogaster NP_728265 NP_728264 Q9XYP7 AAD27816 AAL28696 AAN09501 AAN09502 AAF48971 AAX33461 gamma-tubulin ring protein 84 CG3917-PC, isoform C/gamma-tubulin ring protein 84 CG3917-PB, isoform B /gamma-tubulin ring protein 84 CG
EAL32274 Drosophila pseudoobscura GA17771-PA

XP_396275 Apis mellifera PREDICTED: similar to hypothetical protein, partial
XP_537946 Canis familiaris PREDICTED: similar to tubulin, gamma complex associated protein 2

XP_219470 Rattus norvegicus PREDICTED: similar to Tubulin, gamma complex associated protein 2
BAE39929 Mus musculus unnamed protein product
BAE27420 Mus musculus unnamed protein product
NP_598516 Mus musculus Q921G8 AAH12519 AAH25582 tubulin, gamma complex associated protein 2/GCP2_MOUSE Gamma-tubulin complex component 2 (GCP-2)/Tubulin, gamma complex associated protein 2 /Tubulin, gamma complex associated protein 2

CAH92970 Pongo pygmaeus hypothetical protein
NP_006650 Homo sapiens Q9BSJ2 AAC39728 CAH70275 CAH70276 AAH93770 BAD97306 AAI11958 tubulin, gamma complex associated protein 2/GCP2_HUMAN Gamma-tubulin complex component 2 (GCP-2) (Spindle pole body protein Spc97 homolog) (hSpc97) (hGCP2) (h103p)/sp

NP_001006496 Gallus gallus CAG31608 tubulin, gamma complex associated protein 2/hypothetical protein
CAG03012 Tetraodon nigroviridis unnamed protein product
NP_956416 Danio rerio AAH54908 tubulin, gamma complex associated protein 2/Tubulin, gamma complex associated protein 2

XP_788563 Strongylocentrotus purpuratus PREDICTED: similar to tubulin, gamma complex associated protein 2
XP_473065 Oryza sativa (japonica cultivar-group) OSJNBa0029H02.21

AT5G17410 = NP_850838 unknown protein
AT1G80260 = NP_565235 EMB1427; tubulin binding

AT1G20570 = NP_564117 transferase, transferring glycosyl groups/tubulin binding
XP_466018 Oryza sativa (japonica cultivar-group) BAD25375 BAD26151 gamma-tubulin complex component 5-like/gamma-tubulin complex component 5-like /gamma-tubulin complex component 5-like
ABA99837 Oryza sativa (japonica cultivar-group) hypothetical protein LOC_Os12g41290

Smo_EMB1427_2_4
Smo_EMB1427_7_1

Ppa_EMB1427_25_2
BAE61446 Aspergillus oryzae unnamed protein product

CAG01388 Tetraodon nigroviridis unnamed protein product
NP_001018151 Danio rerio AAH95202 hypothetical protein LOC553191/Hypothetical protein LOC553191

NP_666302 Mus musculus XP_218711 Rattus norvegicus AAH27075 Mus musculus BAC27661 BAC32128 BAC34603 BAD32569 tubulin, gamma complex associated protein 5/PREDICTED: similar to tubulin, gamma complex associated protein 5 /Tubgcp5 protein /unnamed p
NP_443135 Homo sapiens Q95K09 Macaca fascicularis Q96RT8 Homo sapiens AAK77662 BAB62963 Macaca fascicularis BAB67792 Homo sapiens AAH71560 tubulin, gamma complex associated protein 5/GCP5_MACFA Gamma-tubulin complex component 5 (GCP-5)/GCP5_H
XP_536154 Canis familiaris PREDICTED: similar to Gamma-tubulin complex component 5 (GCP-5)
XP_590519 Bos taurus PREDICTED: similar to Gamma-tubulin complex component 5 (GCP-5), partial

XP_416873 Gallus gallus PREDICTED: similar to Gamma-tubulin complex component 5 (GCP-5)
XP_786630 Strongylocentrotus purpuratus PREDICTED: similar to Gamma-tubulin complex component 5 (GCP-5)

CAC21238 Xenopus laevis gamma tubulin ring protein
CAI42756 Homo sapiens tubulin, gamma complex associated protein 6
NP_065194 Homo sapiens Q96RT7 AAK82968 tubulin, gamma complex associated protein 6 isoform a/GCP6_HUMAN Gamma-tubulin complex component 6 (GCP-6)/gamma-tubulin complex component

XP_538314 Canis familiaris PREDICTED: similar to tubulin, gamma complex associated protein 6 isoform a
XP_343311 Rattus norvegicus PREDICTED: similar to tubulin, gamma complex associated protein 6 isoform a

CAG08639 Tetraodon nigroviridis unnamed protein product
XP_786939 Strongylocentrotus purpuratus PREDICTED: similar to Gamma-tubulin complex component 6 (GCP-6)

NP_648537 Drosophila melanogaster AAF49973 CAC20097 AAM48383 Grip163 CG5688-PA/CG5688-PA /gamma tubulin ring protein /RE01412p
XP_309751 Anopheles gambiae str. PEST EAA05519 ENSANGP00000012762/ENSANGP00000012762

O73787 Xenopus laevis AAC06304 AAH57755 GCP3_XENLA Gamma-tubulin complex component 3 homolog (Gamma ring complex protein 109) (Xgrip109) (x109p)/gamma-tubulin interacting protein /MGC69134 protein
CAD61165 Danio rerio SI:dZ75P05.1 (novel protein similar to human spindle pole body protein (SPC98P, GCP3))

AAH81002 Xenopus laevis MGC81229 protein
XP_685253 Danio rerio PREDICTED: similar to gamma tubulin ring complex protein (76p gene)
CAF91584 Tetraodon nigroviridis unnamed protein product

NP_700436 Mus musculus Q9D4F8 AAH29106 BAC30170 BAC32303 BAC32610 BAC34146 gamma tubulin ring complex protein/GCP4_MOUSE Gamma-tubulin complex component 4 (GCP-4)/Gamma tubulin ring complex protein /unnamed protein product /unnamed protein product /u
BAE31776 Mus musculus BAE31633 unnamed protein product/unnamed protein product
XP_342505 Rattus norvegicus PREDICTED: similar to Gamma-tubulin complex component 4 (GCP-4)
XP_413958 Gallus gallus NP_055259 Homo sapiens Q9UGJ1 CAB62539 BAA91802 AAH09870 AAH12801 PREDICTED: similar to gamma tubulin ring complex protein (76p gene)/gamma tubulin ring complex protein (76p gene) /GCP4_HUMAN Gamma-tubulin complex component
CAI29719 Pongo pygmaeus hypothetical protein
XP_588089 Bos taurus XP_535447 Canis familiaris PREDICTED: similar to gamma tubulin ring complex protein (76p gene)/PREDICTED: similar to gamma tubulin ring complex protein (76p gene)

XP_798348 Strongylocentrotus purpuratus PREDICTED: similar to Gamma-tubulin complex component 4 (GCP-4)
AAV31324 Oryza sativa (japonica cultivar-group) putative gamma-tubulin complex component 4

XP_503475 Yarrowia lipolytica CLIB122 CAG79054 hypothetical protein/unnamed protein product
XP_566695 Cryptococcus neoformans var. neoformans JEC21 EAL23626 Cryptococcus neoformans var. neoformans B-3501A AAW40876 Cryptococcus neoformans var. neoformans JEC21 gamma-tubulin complex component 2 (gcp-2)/hypothetical protein CNBA2730 /gamma
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