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Q95ZG3 Dictyostelium discoideum CAC47949 SPC97_DICDI Spindle pole body component 97 (Spc97) (DdSpc97)/Spc97 protein
XP_637962 Dictyostelium discoideum AX4 EAL64459 Dictyostelium discoideum spindle pole body component 97/spindle pole body component 97

NP_598516 Mus musculus Q921G8 AAH12519 AAH25582 tubulin, gamma complex associated protein 2/GCP2_MOUSE Gamma-tubulin complex component 2 (GCP-2)/Tubulin, gamma complex associated protein 2 /Tubulin, gamma complex associated protein 2
BAE39929 Mus musculus unnamed protein product
BAE27420 Mus musculus unnamed protein product41

79

XP_219470 Rattus norvegicus PREDICTED: similar to Tubulin, gamma complex associated protein 2
CAH70276 Homo sapiens tubulin, gamma complex associated protein 2
NP_006650 Homo sapiens Q9BSJ2 AAC39728 CAH70275 AAH93770 BAD97306 AAI11958 tubulin, gamma complex associated protein 2/GCP2_HUMAN Gamma-tubulin complex component 2 (GCP-2) (Spindle pole body protein Spc97 homolog) (hSpc97) (hGCP2) (h103p)/spindle pol
CAH92970 Pongo pygmaeus hypothetical protein22
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XP_537946 Canis familiaris PREDICTED: similar to tubulin, gamma complex associated protein 2

69

NP_001006496 Gallus gallus CAG31608 tubulin, gamma complex associated protein 2/hypothetical protein

95

NP_956416 Danio rerio AAH54908 tubulin, gamma complex associated protein 2/Tubulin, gamma complex associated protein 2
100

XP_396275 Apis mellifera PREDICTED: similar to hypothetical protein, partial
NP_728265 Drosophila melanogaster NP_728264 Q9XYP7 AAL28696 AAN09501 AAF48971 gamma-tubulin ring protein 84 CG3917-PB, isoform B/gamma-tubulin ring protein 84 CG3917-PA, isoform A /GCP2_DROME Gamma-tubulin complex component 2 homolog (Gamma ring comp
EAL32274 Drosophila pseudoobscura GA17771-PA100

XP_315581 Anopheles gambiae str. PEST EAA11766 ENSANGP00000007228/ENSANGP0000000722898
96

99

AT5G17410 = NP_850838 NP_568346 CAC01736 AAK25948 AAK64095 unknown protein/unknown protein /spindle pole body protein-like /putative spindle pole body protein /putative spindle pole body protein
NP_596044 Schizosaccharomyces pombe 972h- Q9Y705 Schizosaccharomyces pombe BAA77269 CAB44767 hypothetical protein SPBC365.15/ALP4_SCHPO Spindle pole body component alp4 (Altered polarity protein 4) /Alp4 /SPBC365.15
EAQ88187 Chaetomium globosum CBS 148.51 conserved hypothetical protein
XP_962067 Neurospora crassa N150 XP_324653 Neurospora crassa EAA32831 hypothetical protein/hypothetical protein /hypothetical protein100

XP_755475 Aspergillus fumigatus Af293 EAL93437 spindle pole body component Alp4/spindle pole body component (Alp4), putative
BAE59943 Aspergillus oryzae unnamed protein product
XP_663477 Aspergillus nidulans FGSC A4 EAA58382 hypothetical protein AN5873.2/hypothetical protein AN5873.282
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AT3G53760 = NP_190944 Q9M350 CAB88338 AAS76714 AAS92328 tubulin binding/GCP4_ARATH Gamma-tubulin complex component 4 homolog/putative protein /At3g53760 /At3g53760
Q9SC88 Medicago truncatula CAB62542 GCP4_MEDTR Gamma-tubulin complex component 4 homolog/85p protein65
NP_910154 Oryza sativa (japonica cultivar-group) AAV31324 hypothetical protein/putative gamma-tubulin complex component 499

Ppa_At3g53760_2_1
Smo_At3g53760_5_1  <--  Smo contig1 and contig2 have very similar (but not identical) nucleic acid sequence with Smo contig5 (=Smo_At3g53760_5_1).  These two sequences overlaped after contig elongation analyses. Phylogenetic tree was not onstructed because of short sequence.92
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95

XP_319589 Anopheles gambiae str. PEST EAA14809 ENSANGP00000016696/ENSANGP00000016696
XP_798348 Strongylocentrotus purpuratus PREDICTED: similar to Gamma-tubulin complex component 4 (GCP-4)

CAF91584 Tetraodon nigroviridis unnamed protein product
XP_685253 Danio rerio PREDICTED: similar to gamma tubulin ring complex protein (76p gene)93

AAH81002 Xenopus laevis MGC81229 protein
XP_413958 Gallus gallus PREDICTED: similar to gamma tubulin ring complex protein (76p gene)
XP_342505 Rattus norvegicus PREDICTED: similar to Gamma-tubulin complex component 4 (GCP-4)
BAE31776 Mus musculus BAE31633 unnamed protein product/unnamed protein product
XP_588089 Bos taurus PREDICTED: similar to gamma tubulin ring complex protein (76p gene)
NP_700436 Mus musculus Q9D4F8 AAH29106 BAC30170 BAC32303 BAC32610 BAC34146 BAC34661 gamma tubulin ring complex protein/GCP4_MOUSE Gamma-tubulin complex component 4 (GCP-4)/Gamma tubulin ring complex protein /unnamed protein product /unnamed protein p
XP_535447 Canis familiaris PREDICTED: similar to gamma tubulin ring complex protein (76p gene)17
CAI29719 Pongo pygmaeus hypothetical protein
NP_055259 Homo sapiens Q9UGJ1 CAB62539 BAA91802 AAH09870 AAH12801 gamma tubulin ring complex protein (76p gene)/GCP4_HUMAN Gamma-tubulin complex component 4 (GCP-4) (hGCP4) (h76p) (Hgrip76)/gamma tubulin ring complex protein /unnamed protein product55
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NP_702303 Plasmodium falciparum 3D7 AAN37027 hypothetical protein PF14_0414/hypothetical protein, conserved
XP_677859 Plasmodium berghei strain ANKA CAH94717 Plasmodium berghei hypothetical protein/conserved hypothetical protein100

100

EAR90412 Tetrahymena thermophila SB210 Spc97/Spc98 family protein
XP_534189 Canis familiaris PREDICTED: similar to Gamma-tubulin complex component 3 (GCP-3) (Spindle pole body protein Spc98 homolog) (hSpc98) (hGCP3) (h104p)
NP_932148 Mus musculus P58854 AAH25647 BAC65538 AAH58566 BAE42672 BAE29343 tubulin, gamma complex associated protein 3/GCP3_MOUSE Gamma-tubulin complex component 3 (GCP-3)/Tubgcp3 protein /mKIAA0357 protein /Tubulin, gamma complex associated protein
XP_225013 Rattus norvegicus PREDICTED: similar to Tubulin, gamma complex associated protein 398
NP_006313 Homo sapiens Q96CW5 AAC39727 CAA05832 CAA05833 AAH13781 AAH46634 AAP88774 CAI16949 CAI16950 CAI14455 CAI14456 AAX31912 synthetic construct spindle pole body protein/GCP3_HUMAN Gamma-tubulin complex component 3 (GCP-3) (Spindle pole body p80

81

O73787 Xenopus laevis AAC06304 AAH57755 GCP3_XENLA Gamma-tubulin complex component 3 homolog (Gamma ring complex protein 109) (Xgrip109) (x109p)/gamma-tubulin interacting protein /MGC69134 protein
XP_416949 Gallus gallus PREDICTED: similar to Gamma-tubulin complex component 3 (GCP-3) (Spindle pole body protein Spc98 homolog) (hSpc98) (hGCP3) (h104p)32

64

CAD61165 Danio rerio SI:dZ75P05.1 (novel protein similar to human spindle pole body protein (SPC98P, GCP3))
XP_691970 Danio rerio PREDICTED: similar to SI:dZ75P05.1 (novel protein similar to human spindle pole body protein (SPC98P, GCP3))100

100

XP_501654 Yarrowia lipolytica CLIB122 CAG81961 hypothetical protein/unnamed protein product
Q9USQ2 Schizosaccharomyces pombe BAA94097 ALP6_SCHPO Spindle pole body component alp6 (Altered polarity protein 6)/Alp6

XP_363889 Magnaporthe grisea 70-15 hypothetical protein MG01815.4
XP_390086 Gibberella zeae PH-1 EAA70136 hypothetical protein FG09910.1/hypothetical protein FG09910.1
XP_323659 Neurospora crassa XP_960965 Neurospora crassa N150 EAA31729 Neurospora crassa CAD71047 hypothetical protein/hypothetical protein /hypothetical protein /related to GCP3 ( gamma-tubulin complex)84
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XP_569385 Cryptococcus neoformans var. neoformans JEC21 EAL21609 Cryptococcus neoformans var. neoformans B-3501A AAW42078 Cryptococcus neoformans var. neoformans JEC21 gamma-tubulin complex component 3 (gcp-3)/hypothetical protein CNBC6460 /gamma
XP_757097 Ustilago maydis 521 EAK81711 hypothetical protein UM00950.1/hypothetical protein UM00950.1100

80

XP_638829 Dictyostelium discoideum AX4 Q95ZG4 Dictyostelium discoideum CAC47948 EAL65442 spindle pole body component 98/SPC98_DICDI Spindle pole body component 98 (Spc98) (DdSpc98) /Spc98 protein /spindle pole body component 98
AT5G06680 = NP_196286 BAB09802 AAM20578 AAQ65168 SPC98 (SPINDLE POLE BODY COMPONENT 98)/gamma-tubulin interacting protein-like /gamma-tubulin interacting protein-like /At5g06680

Smo_At3g53760_9_1
Ppa_At3g53760_1_1
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Ppa_At3g53760_6_1(pt1) -->
Smo_At3g53760_11_1(pt1) -->
XP_473065(Oryza sativa) (pt1) -->

GCP4/Dgrip75 clade


