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NP_502368 Caenorhabditis elegans P55163 CAA94588 CAA94604 BAB70473 Gut on EXterior family member (gex-3)/GEX3_CAEEL Membrane-associated protein gex-3 /Hypothetical protein F28D1.10 /Hypothetical protein F28D1.10 /rac effector
L—_CAE59855 Caenorhabditis briggsae Hypothetical protein CBG03329
XP_788871 Strongylocentrotus purpuratus PREDICTED: similar to Nck-associated protein 1 (NAP 1) (p125Nap1) (Membrane-associated protein HEM-2), partial
NP_001026510 Gallus gallus CAH65232 hypothetical protein LOC425499/hypothetical protein
XP_869088 Bos taurus XP_876902 PREDICTED: similar to hematopoietic protein 1 isoform 3/PREDICTED: similar to hematopoietic protein 1 isoform 6
XP_543618 Canis familiaris PREDICTED: similar to hematopoietic protein 1 isoform 1
P55160 Homo sapiens NCKPL_HUMAN Nck-associated protein 1-like (Membrane-associated protein HEM-1) (Hematopoietic protein 1)
NP_005328 Homo sapiens AAH93771 AAH93769 hematopoietic protein 1/Hematopoietic protein 1 /Hematopoietic protein 1
NP_705725 Mus musculus AAH37096 BAC38898 hematopoietic protein 1/Hematopoietic protein 1 /Junnamed protein product
XP_421856 Gallus gallus PREDICTED: similar to Nck-associated protein 1 (NAP 1) (p125Nap1) (Membrane-associated protein HEM-2)
NP_995314 Homo sapiens NP_038464 Q9Y2A7 BAA77295 AAH15025 AAP35681 AAP36210 synthetic construct BAA25513 Homo sapiens AAX41978 synthetic construct AAX41979 AAX43545 NCK-associated protein 1 isoform 2/NCK-associated protein 1 isoform 1 /NCKP1_HU
XP_535990 Canis familiaris PREDICTED: similar to NCK-associated protein 1 isoform 2
NP_058661 Mus musculus P28660 CAD58932 NCK-associated protein 1/NCKP1_MOUSE Nck-associated protein 1 (NAP 1) (p125Nap1) (Membrane-associated protein HEM-2) (Brain protein H19) (MH19) /Nck-associated protein 1
— CAA56333 Rattus sp. transmembrane protein
XP_230038 Rattus norvegicus PREDICTED: NCK-associated protein 1
P55161 Rattus norvegicus BAA12319 NCKP1_RAT Nck-associated protein 1 (NAP 1) (p125Nap1) (Membrane-associated protein HEM-2)/Nap1 protein
AAHB82621 Xenopus laevis LOC494653 protein
——XP_624331 Apis mellifera PREDICTED: similar to ENSANGP00000022238
[NP_524214 Drosophila melanogaster P55162 CAA56332 AAF51820 AAM49948 HEM-protein CG5837-PA/HEM_DROME Membrane-associated protein Hem (dHem-2) /dhem2 /CG5837-PA /LD43495p

EAL30250 Drosophila pseudoobscura GA19168-PA
XP_315044 Anopheles gambiae str. PEST EAA10373 ENSANGP00000022238/ENSANGP00000022238
XP_644083 Dictyostelium discoideum AX4 AAO52562 Dictyostelium discoideum EAL70152 SCAR regulatory complex protein/similar to Mus musculus (Mouse). Similar to NCK-associated protein 1 /component of SCAR regulatory complex
—Ppa_AtNAP125_3_2
| L—Ppa_AtNAP125_6_2
Smo_AtNAP125_2 3 Smo_AtNAP125_15_4
XP_483612 Oryza sativa (japonica cultivar-group) Q6ZBH9 Oryza sativa BAD09729 Oryza sativa (japonica cultivar-group) putative nck-associated protein 1 (NAP 1) (p125Nap1) (Membrane-associated protein HEM-2)/NCKP1_ORYSA Probable protein NAP1 (Nck-a
—|EABC75364 Medicago truncatula hypothetical protein MtrDRAFT_AC147481g14v1
AT2G35110 = NP_181056 NP_001031485 Q5S2C4 AAS78643 DAA04563 AAV64872 GRL/NAP1/NAPP; transcriptional activator /GRL/NAP1/NAPP /NCKP1_ARATH Protein NAP1 (Nck-associated protein 1) (AtNAP1) (AtNAP125) (p125Nap1) (NAP of plants) (ARP2/3 regulatory prote
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