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NP_660132 Mus musculus AAH05475 protein regulator of cytokinesis 1/Protein regulator of cytokinesis 1
BAC26320 Mus musculus unnamed protein product98

XP_860247 Canis familiaris XP_545860 XP_849989 PREDICTED: similar to protein regulator of cytokinesis 1 isoform 3 isoform 3/PREDICTED: similar to protein regulator of cytokinesis 1 isoform 2 isoform 1 /PREDICTED: similar to protein regulator of cytok
AAI11336 Bos taurus Unknown (protein for MGC:133883)82

XP_510600 Pan troglodytes PREDICTED: similar to protein regulator of cytokinesis 1 isoform 2; protein regulating cytokinesis 1
NP_955446 Homo sapiens NP_955445 NP_003972 AAC02688 AAH03138 protein regulator of cytokinesis 1 isoform 3/protein regulator of cytokinesis 1 isoform 2 /protein regulator of cytokinesis 1 isoform 1 /protein regulating cytokinesis 1; PRC1 /Protein regu78

73

100

NP_956528 Danio rerio AAH46886 hypothetical protein LOC393203/Similar to protein regulator of cytokinesis 1

100

14655_Cre
AT3G60840 = NP_191643 CAB82688 unknown protein/putative protein

AAT40494 Solanum demissum putative microtubule-associated protein
AT5G51600 = NP_199973 BAB08676 PLE (PLEIADE)/unnamed protein product

AT5G62250 = NP_201031 AAY78877 unknown protein/microtubule associated protein29
49

BAD82523 Oryza sativa (japonica cultivar-group) microtubule-associated protein-like
AAT85198 Oryza sativa (japonica cultivar-group) unknown protein93

42

XP_463962 Oryza sativa (japonica cultivar-group) BAD08014 putative microtubule-associated protein MAP65-1a/putative microtubule-associated protein MAP65-1a
52

XP_475231 Oryza sativa (japonica cultivar-group) AAT58855 putative microtubule-associated protein/putative microtubule-associated protein
AT2G38720 = NP_181406 AAC67346 unknown protein/hypothetical protein81
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Ppa_AtMAP65-1a_8_2
Ppa_AtMAP65-1a_22_1100
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100
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BAD37971 Oryza sativa (japonica cultivar-group) putative microtubule-associated protein MAP65-1a
XP_470643 Oryza sativa (japonica cultivar-group) AAO06976 Unknown protein/Unknown protein85

XP_469577 Oryza sativa (japonica cultivar-group) AAO38835 AAT77836 unknown protein/unknown protein /putative microtubule-associated protein39

AT2G01910 = NP_178300 AAD21782 unknown protein/unknown protein
AT1G14690 = NP_172922 AAF79248 AAM53326 AAP37732 unknown protein/F10B6.9 /unknown protein /At1g14690100

96

39

Smo_AtMAP65-1a_154_3
Smo_AtMAP65-1a_136_1    <-- Smo_AtMAP65-1a_24_2 (pt2)77

Smo_AtMAP65-1a_29_1100

27

AT1G27920 = NP_174113 AAG51477 unknown protein/hypothetical protein
XP_483480 Oryza sativa (japonica cultivar-group) BAD09028 putative microtubule-associated protein/putative microtubule-associated protein92

BAD35496 Oryza sativa (japonica cultivar-group) putative microtubule-associated protein MAP65-1a
BAD62190 Oryza sativa (japonica cultivar-group) BAD62191 BAD62310 BAD62311 putative microtubule-associated protein/putative microtubule-associated protein /putative microtubule-associated protein /putative microtubule-associated protein
XP_467509 Oryza sativa (japonica cultivar-group) XP_506942 BAD12872 putative microtubule-associated protein MAP65-1a/PREDICTED OJ1008_D06.15 gene product /putative microtubule-associated protein MAP65-1a100

AAX12477 Zinnia elegans microtubule associated protein
CAC17794 Nicotiana tabacum microtubule-associated protein MAP65-1a

CAC17796 Nicotiana tabacum microtubule-associated protein MAP65-1c
CAC17795 Nicotiana tabacum microtubule-associated protein MAP65-1b100

97

CAD58680 Daucus carota 65kD microtubule associated protein
86

AT4G26760 = NP_567756 AAM62657 unknown protein/microtubule-associated protein MAP65-1a
AT5G55230 = NP_200334 BAB08592 AAO42887 unknown protein/unnamed protein product /At5g55230100
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MAP65-1a and PLE (P.p and S.m. orthologs for these two genes were difficult to distinguish)
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