
AT4G14147 = NP_001031632 ARPC4
NP_910084 Oryza sativa (japonica cultivar-group) AAO37935 AAO73272 putative actin-related complex protein/putative actin-related complex protein /putative ARP2/3 complex 20 kDa subunit, 3'-partial

Smo_ARPC4_2_1
Smo_ARPC4_1_2

Ppa_ARPC4_2_1
EAS01678 Tetrahymena thermophila SB210 ARP2/3 complex 20 kDa subunit (ARPC4)

XP_688822 Danio rerio NP_991100 XP_238365 Rattus norvegicus NP_001003762 Danio rerio XP_587300 Bos taurus NP_001004844 Xenopus tropicalis NP_080828 Mus musculus XP_533747 Canis familiaris NP_005709 Homo sapiens 1TYQ Bos taurus P59999
AAH12596 Homo sapiens ARPC4 protein
CAF96556 Tetraodon nigroviridis unnamed protein product
BAB31059 Mus musculus unnamed protein product
XP_516265 Pan troglodytes PREDICTED: similar to actin related protein 2/3 complex, subunit 4; actin related protein 2/3 complex, subunit 4 (20 kDa)

NP_001027744 Ciona intestinalis CAC81953 ar20 protein/putative ARP2/3 complex 20KD subunit (P20-ARC)
CAA11175 Lumbricus rubellus actin related protein

XP_321841 Anopheles gambiae str. PEST EAA01786 ENSANGP00000020957/ENSANGP00000020957
NP_608996 Drosophila melanogaster AAF52346 AAM29480 Arc-p20 CG5972-PA/CG5972-PA /RE43724p

EAL34244 Drosophila pseudoobscura GA19270-PA
XP_393740 Apis mellifera PREDICTED: similar to CG2380-PA, isoform A

XP_792832 Strongylocentrotus purpuratus PREDICTED: similar to actin related protein 2/3 complex, subunit 4
NP_498020 Caenorhabditis elegans S72578 P58798 AAK93841 CAE71097 Caenorhabditis briggsae ARp2/3 compleX component family member (arx-6) /S72578 hypothetical protein C35D10.1 - Caenorhabditis elegans/ARPC4_CAEEL Probable actin-related protein 2/3 co

XP_965549 Neurospora crassa N150 XP_329108 Neurospora crassa EAA36313 hypothetical protein/hypothetical protein /hypothetical protein
EAQ90008 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_06627

XP_747840 Aspergillus fumigatus Af293 EAL85802 ARP2/3 complex 20 kDa subunit /ARP2/3 complex 20 kDa subunit (p20-ARC), putative
XP_681967 Aspergillus nidulans FGSC A4 EAA60247 hypothetical protein AN8698.2/conserved hypothetical protein
BAE62748 Aspergillus oryzae unnamed protein product

XP_389095 Gibberella zeae PH-1 EAA71622 conserved hypothetical protein/conserved hypothetical protein
XP_761253 Ustilago maydis 521 EAK82980 hypothetical protein UM05106.1/hypothetical protein UM05106.1

NP_594116 Schizosaccharomyces pombe 972h- Q92352 Schizosaccharomyces pombe CAB03609 hypothetical protein SPAC6G9.07c/ARPC4_SCHPO Probable ARP2/3 complex 20 kDa subunit (p20-ARC)/SPAC6G9.07c
XP_502341 Yarrowia lipolytica CLIB122 CAG80529 hypothetical protein/unnamed protein product

XP_460041 Debaryomyces hansenii CBS767 CAG88299 hypothetical protein DEHA0E17765g/unnamed protein product
NP_012912 Saccharomyces cerevisiae P33204 CAA81848 AAS56674 Subunit of the ARP2/3 complex, which is required for the motility and integrity of cortical actin patches; Arc19p /ARPC4_YEAST ARP2/3 complex 20 kDa subunit (p20-ARC)/ARC19 /YKL013C

XP_449009 Candida glabrata CBS 138 CAG61979 unnamed protein product/unnamed protein product
XP_454772 Kluyveromyces lactis NRRL Y-1140 CAG99859 unnamed protein product/unnamed protein product

NP_983312 Eremothecium gossypii AAS51136 Ashbya gossypii ATCC 10895 ACL092Cp/ACL092Cp
EAL21309 Cryptococcus neoformans var. neoformans B-3501A hypothetical protein CNBD3630

AAW25312 Schistosoma japonicum SJCHGC04797 protein
AAT09083 Bigelowiella natans actin related protein

992_Cre 2527_Cre
XP_951567 Trypanosoma brucei TREU927 AAQ15747 Trypanosoma brucei AAX78894 ARP2/3 complex subunit /ARP2/3 complex subunit, putative /ARP2/3 complex subunit, putative

XP_817686 Trypanosoma cruzi strain CL Brener EAN95835 Trypanosoma cruzi ARP2/3 complex subunit /ARP2/3 complex subunit, putative
XP_810627 Trypanosoma cruzi strain CL Brener EAN88776 Trypanosoma cruzi ARP2/3 complex subunit /ARP2/3 complex subunit, putative

XP_646414 Dictyostelium discoideum AX4 AAC99780 Dictyostelium discoideum EAL71900 p20-Arc/p20-Arc /p20-Arc
XP_655678 Entamoeba histolytica HM-1:IMSS XP_650865 XP_648567 EAL43181 EAL45479 EAL50281 ARP2/3 complex 20 kDa subunit /ARP2/3 complex 20 kDa subunit /ARP2/3 complex 20 kDa subunit /ARP2/3 complex 20 kDa subunit, putative /ARP2/3 complex 20 kDa subun

XP_650854 Entamoeba histolytica HM-1:IMSS EAL45468 actin related protein/actin related protein, putative
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