Overexpression vectors

	No
	Name
	Promoter
	marker
	Target site
	Comment & references

	1
	pPpMAD2 7133
	E7133
	nptII
	PpMAD2
	 

	2
	pPpMAD2 7133 rev
	E7133
	nptII
	PpMAD2
	

	3
	pPphb7 7133
	E7133
	nptII
	Pphb7
	

	4
	pPphb7 7133 rev
	E7133
	nptII
	Pphb7
	

	5
	pTFH9119
	Actin
	nptII
	PpMAD2
	

	6
	pPpMAD2 Actin rev
	Actin
	nptII
	PpMAD2
	

	7
	pTFH15.3
	Actin
	nptII
	Pphb7
	

	8
	pZAG1
	Actin
	zeocin
	213 locus
	GFP-fusion 

	9
	pMAK1
	7133
	zeocin
	213 locus
	

	10
	pCMAK1
	7133
	zeocin
	213 locus
	

	11
	pTFH38.9N
	CaMV35S
	zeocin
	213 locus
	mRFP-fusion

	12
	pTFH38.9C
	CaMV35S
	zeocin
	213 locus
	mRFP-fusion

	13
	pKS2
	Actin
	NptII
	
	GFP-fusion

	14
	pActN-GFP
	Actin
	NptII
	
	GFP-fusion

	15
	pTFH22.4
	Actin
	NptII

GFP
	
	

	16
	pTFH38.6N
	CaMV35S
	None
	
	mRFP-fusion, Transient expression

	17
	pTFH38.6C
	CaMV35S
	None
	
	mRFP-fusion, Transient expression

	18
	pTKM1
	Actin
	None
	
	Transient expression


No. 1, 2, 3, and 4. pPpMAD2 7133, pPpMAD2 7133 rev, pPphb7 7133, and pPphb7 7133 rev.

[image: image1.png]Restriction sites indicated above the construct have a unique restriction site, indicated under the contruct have multiple sites.
* Not unique but does not cut the insert.
(Revised by T.Fujita 12/1/01)
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No. 5 and 6. pTFH9119 and pPpMAD2 Actin rev

[image: image2.png]Restriction sites with a single recognition site are written with a large font, while restriction sites with multiple recognition sites are written small.
* Not unique but does not the insert
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No. 7. pTFH15.3
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EcoRV SEiT Asel Smal Apal SEiI
33GATATCGGCCATTCAGGCCGECGCACCACCCGRGAGEECCCAGCCEATTTIGECCatea

No cut-- Spel, Bsml, Mlul, PmaCl, Pmel.
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No. 8. pZAG1

[image: image4.wmf]pZAG1

9.25 kb

Plasmid name:

pZAG1

Plasmid size:

9.25 kb

Constructed by:

Yuji Hiwatashi

Construction date:

12 Feb., 2003

Comment&Reference:

mGFP (start codon: ATG->TTG) expression vector

 under control of rice actin promoter, 

 zeocin resistant, pBluescriptKSII.

 BS213 fragments are used as a platform for integration.
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No.9. pMAK1
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No. 10. pCMAK1
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No. 11 and 12. pTFH38.9N and pTFH38.9C.
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No. 13 and 14. pKS2 and pACtN-GFP.
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No. 15. pTFH22.4.
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No. 16 and 17. pTFH38.6N and pTFH38.6C.
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No. 18. pTKM1.

[image: image11.png]o Cloning site
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Confirmed restriction enzyme site by digestion;
EcoRl, Hindlll, Smal, Apal, Kpri.

Sequence of cloning sit (confimed by sequencing)

GATATCC(:CATTOA" - CGGCGCGCCACCOGAG
EcoRV Sfl Asel “Smal

5GGCCCTCCOGATTTEACE
Apal Sfil

Kpnl
EcoRl

Derivatives
PTKM1: no insert
PTKM1SGFP: SGFP insert between Snial-Apal

PTKM1DSRED: DSRED insert between Ascl-Apal
(notes synonmitnus msation may occu in DSRED, A at 338 may be G)

pUC18 backbone

Actin promoter, cloning site and rboS terminater are derived
from pTFH15.3. The fragment (approx. 2kb) was inserted in
Smal site of pUC18. April 10, 2008 by Takashi Murata




